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<160> 4 . 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 1440 

<212> DNA 

<213> homo sapiens 

<400> 1 

atggacgcca ctatcgcccc gcaccgtatc ccccccgaga tgccccagta cggggaggag 60 
aaccacatct tcgagttgat gcagaacatg ctggagcaac tcctgatcca ccagcccgaa 120 
gatcccatcc ccttcatgat ccagcacttg. catagagaca acgacaatgt gcccaggatt 180. 
gtaatattag gtccacccgc ctcagggaaa acaacaatag caatgtggct ctgcaaacat 240 
ctgaacagca gtctcctcac cctggagaac ctgatcttaa atgagttttc ctatacggcc 300 
accgaagcca gaaggcttta tctgcaaagg aagacagttc ccagcgcgct gctcgtccag 360 
ctgattcagg aacgcctggc tgaagaggat tgcatcaagc agggctggat tctggatggc 420 
atccctgaga cgcgtgagca ggctctgagg atccagaccc tggggatcac acccagacac 480 
gtcattgtgc tgagtgctcc agacacggtc ctgatcgaga gaaacttggg gaagagaatc 540 
gaccctcaaa ctggagagat ttatcacacc acctttgact ggccacccga atctgaaatc 600 
cagaaccgtc tcatggtgcc agaggacatc tcagagctgg agacggctca gaaactgctg 660 
gagtatcata ggaacatcgt cagggtcatt ccctcctacc ccaaaatcct caaagtcatc 720 
agtgctgacc agccatgtgt ggacgtcttc taccaggctc tgacctatgt ccaaagcaac 780 
catcgtacta atgccccgtt caccccgagg gtgctgctgc tcgggcctgt gggcagtggg 840 
aaaagtctgc aggccgccct cctggcccag aaatacaggc tt&tcaatgt ctgctgtggg 900 
caactgctga aagaggctgt ggcagatagg accacgtttg gcgagctcat ccagcccttc 960 
tttgaaaagg agatggcagt tcctgacagc ctcctcatga aggtgctgag ccagcgcctg 1020 
gaccagcagg actgcatcca gaaaggctgg gtgctacacg gcgtcccgcg ggacctcgac 1080 
caggcacacc tgctgaaccg cctgggctac aatcccaaca gggtgttttt cctgaatgtg 1140 
ccatttgatt ccatcatgga gcggctgact ctgagaagaa ttgatccagt cactggggaa 1200 
aggtaccacc tcatgtacaa gccacctccc accatggaga tccaggctcg cctcctgcag 1260 
aacccaaagg atgctgaaga gcaggtcaag ctgaaaatgg acctgCtcta caggaactca 1320 
gctgacttgg agcagttgta tgggtcggcc atcaccctca atggggacca ggacccatac 1380 
acagtcttcg aatacatcga gagtgggatc attaatcccc tgcccaagaa aatcccctga 1440 

<210> 2 

<211> 479 

<212> PRT 

<213> homo sapiens 



<400> 2 ^, 
Met Asp Ala Thr lie Ala Pro His Arg lie Pro Pro Glu Met Pro Gin 

1 5 10 .15 

Tyr Gly Glu Glu Asn His lie Phe Glu Leu Met Gin Asn Met Leu Glu 

20 25 30 

Gin Leu Leu He His Gin Pro Glu Asp Pro He Pro Phe Met He Gin 

35 - 40 45 

His Leu His Arg Asp. Asn Asp Asn Val Pro Arg He Val He Leu Gly 
.. ■ 50 ■ . '5'5 ■ . ■ ■ . ;•" 60 ,• . ... 

' Prb Pro Ala Ser Gly Lys Thr Thr He Ala Met Trp Leu Cys Lys His 
65 70 . . 75 80 

Leu Asn Ser Ser Leu Leu Thr Leu Glu Asn Leu He Leu Asn Glu Phe 

85 90 95 

Ser Tyr Thr Ala Thr Glu Ala Arg Ar^g Leu Tyr Leu Gin Arg Lys Thr 

100 105 110 

val Pro Ser Ala Leu Leu Val Gin Leu He Gin Glu Arg Leu Ala Glu 

115 120 125 

Glu Asp Cys He Lys Gin Gly Trp He Leu Asp Gly He Pro Glu Thr 

130 135 140 

Arg Glu Gin Ala Leu Arg He Gin Thr Leu Gly He Thr Pro Arg Hxs 
145 150 155 160 

Val He val Leu Ser Ala Pro Asp Thr Val Leu He Glu Arg Asn Leu 

165 170 175 

Gly Lys Arg He Asp Pro Gin Thr Gly Glu He Tyr His Thr Thr Phe 

180 185 190 

Asp Trp Pro Pro Glu Ser Glu He Gin Asn Arg Leu Met Val Pro Glu 

195 200 205 

Asp He Ser Glu Leu Glu Thr Ala Gin Lys Leu Leu Glu Tyr His Arg 

210 215 220 

Asn He Val Arg Vai lie Pro Ser Tyr Pro Lys lie Leu Lys Val He 
225 230 235 240 

Ser Ala Asp Gin Pro Cys Val Asp Val Phe Tyr Gin Ala Leu Thr Tyr 

245 250 255 

Val Gin ser Asn His Arg Thr Asn Ala Pro Phe Thr Pro Arg Val Leu 

260 265 270 

Leu Leu Gly Pro Val Gly Ser Gly Lys Ser Leu Gin Ala Ala Leu Leu 

275 280 285 

Ala Gin Lys Tyr Arg Leu Val Asn Val Cys Cys Gly Gin Leu Leu Lys 

290 295 300 

Glu Ala val Ala Asp Arg Thr Thr Phe Gly Glu peu He Gin Pro Phe 
305 310 315 320 

Phe Glu Lys Glu Met Ala Vkl Pro Asp Ser Leu Leu Met Lys Val Leu 

325 330 . . 335 

ser Gin Arg Leu Asp Gin Gin Asp . Cys He Gin Lys Gly . Trp Val Leu 

340 345 350 

His Gly val Pro Arg Asp Leu Asp Gin Ala His Leu Leu Asn Arg Leu 

355 360 365 

Gly Tyr Asn Pro Asn Arg Val Phe Phe Leu Asn Val Pro Phe Asp Ser 

370 375 380 . 

He Met Glu Arg Leu Thr Leu Arg Arg He Asp Pro. Val Thr Gly Glu 
385 390 395 400 

Arg Tyr His Leu Met Tyr Lys Pro Pro Pro Thr Met Glu He Gin Ala 

405 410 415 

Arg Leu Leu Gin Asn Pro Lys Asp Ala Glu Glu Gin Val Lys Leu Lys 

420 425 430 

Met Asp Leu Phe Tyr Arg Asn Ser Ala Asp Leu Glu Gin Leu Tyr Gly 



2 



435 440 445 

Ser Ala He Thr Leu Asn Gly Asp Gin Asp Pro Tyr Thr Val Phe Glu 

450 455 460 

Tyr He Glu Ser Gly He He Asn Pro Leu Pro Lys Lys He Pro 
465 470 475 



.<210> 3 .. . 

^<211>' 285; • ■ - ^ ■ 

<212> DNA ' *" * • 

<213> homo sapiens 

<400> 3 

atggagcggc tgactctgag aagaattgat ccagtcactg gggaaaggta ccacctcatg 60 

tacaagccac ctcccaccat ggagatccag gctcgcctcc tgcagaaccc aaaggatgct 120 

gaagagcagg tcaagctgaa aatggacctg ttctacagga actcagctga cttggagcag 180 

ttgtatgggt cggccatcac cctcaatggg gaccaggacc catacacagt cttcgaatac 240 

atcgagagtg ggatcattaa tcccctgccc aagaaaatcc cctga 285 

<210> 4 

<211> 94 

<212> PRT 

<213> homo sapiens 

<400> 4 
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